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Antibody tagging, flow cytometry & plate reader
The cells were exposed to Anti-His tag Alexa Fluor

Objectives

1) Engineer recombinant proteins for the display of docking coils outside the cell membrane

Plate Reader Flow Cytometer

, ) ; _ oility of th _ 488 antibodies, which would attach uniquely to 9.
) Assess the surface-presenting ability of the proteins specific sites on our protein (His-tags). t J
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H' The plate reader and flow cytometer measure the By assessing two orthogonal properties —
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i the antibodies have docked, and thus if the protein reduce the chances of a false positive result.
\‘_ is present. This assesses the protein’s function.

Results Discussion

Since we know the DNA sequence that encodes the proteins, we can predict the
250— .. JJM-001: 44.8 kDa JJM-102: 54.7 kDa JJM-106: 14.1 kDa molecular weights ot our proteins:
| JJIM-001 — 44.8 kDa
JIM-102 —54.7 kDa
JIM-106 — 14.1 kDa
In Figure 1, bands are visible at all of these locations in the gel, which confirms
that there is a protein in the cell that matches the weight of our proteins.

In Figure 3, there is an increase in the fluorescence of the induced samples versus
non-induced samples for plasmids JJIM-001, -002, -102, and -103, which
demonstrates that our protein is present on the outer membrane. Plasmids JJM-106
and -107 were negative controls because the proteins were not equipped with an
autotransporter, so they were not surface presenting. As a result, the antibodies
could not attach.

Molecular Weight (kDa)

Figure 1: SDS-PAGE gels. The leftmost well contains a ladder, which produces bands at known molecular weights in the gel, and the other wells contain

. Figure 5 corroborates the data from Figure 3.
protein samples.

These results demonstrate that our recombinant proteins were expressed and
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