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Stu;“ent and postdoctcral posmons
on microbial symb|05|s in the oceans

When and where do bacteria and algae “talk” in the oceans? What “chemical
language’” do they speak, and how is it encoded in their genomese Can we
incorporate these interactions into global ocean models?

If you are interested in these questions, we invite you to join (as M.Sc./Ph.D.
student or postdoc) an international, interdisciplinary team, funded by the
Human Frontiers Science Program, aiming to study interactions among globally
abundant marine microbes using lab and field experiments, bioinformatics
analyses and genome-scale metabolic modeling.

For more information, please contact:

Prof. Hans-Peter Grossart (Microbial Ecology, Microscopy) Leibnitz Institute,
Berlin, Germany hgrossart@igb-berlin.de

Dr. Maren Voss (Single Cell, NanoSIMS) Institute for Baltic Sea Research, Rostock,
Germany maren.voss@io-warnemuende.de

Prof. Daniel Segre (Systems Biology, Genome-scale Modeling), Boston University,
Boston, USA dsegre@bu.edu

Dr. Daniel Sher (Marine Chemical Ecology), University of Haifa, Haifa, Israel
dsher@Quniv.haifa.ac.ll
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