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Background:
Porphyromonas gingivalis/ lipopolysaccharide 

(P.g/LPS) induces inflammatory diseases via 

cytokine production. Our previous data showed 

that LIF (LPS induced factor) mediates LPS-

induced TNF-α production. We found that 

overexpression of LIF induces Caspase 1/3 in 

macrophage cells. We hypothesize that LIF 

may regulate apoptotic proteins/pathways in 

macrophages.

Aims:
 To determine the effect of LIF overexpression

on the production of TNF-α and Caspase1/3 

 To develop a nouveau rapid method to 

analyze the effect of LIF overexpression on

known/unknown factors. 

Material and Method:
 Mouse macrophage RAW cells 

 LIF cDNA cloning and transfection

 ELISA to determine TNF-a, Caspase-1, 

Caspase-3

Result:
1. Overexpression of LIF in RAW 

cells may induce apoptotic 

proteins such as Caspase 1/3 and 

inhibit oral bacteria-induced 

inflammation.

2. Our Websa saves time and 

experimental costs.  This method 

can   efficiently identify the 

biological function of  multiple 

genes in one assay.

Effect of LIF cDNA overexpression on TNF-a/Caspase 1&3

Advantages of our new method (named Websa) 
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Conclusion:
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